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pBM22 Heit 7 KE ol &
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HR CL115-01 CL115-02
(20%K) (20 &Kx3)

pBM?22 Vector (40ng/p 1) 20ul 20u1x3
2xT4 DNA ligase master mix 100ul 100ulx3
Blunting Enzyme 20ul 20u1x3
Control Insert EGFP Sul Sul
PBM22F Primer (fff f §7 )i A 60ul ddH20) 0.10D 0.10D x3
PBM22R Primer({# i §i il A60ul ddH20) 0.10D 0.10D x3
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pBM22 sequence landmarks
Lathal gene2 :16-849(C)
Lethal Em7 promoter :850-816(C)
gene 2 PBM22F priming site: 409-428
Amp PBM22R priming site: 561-578
pBM22 PBM22F) | Cloning site:495
(31 73bp) * ColE origin of replication: 1330-1973
Ampicillin resistance ORF: 2121-2981 (C)
pBM22R]| | (C):complementary sequence
EM7
promoter,
Ori

% cloning site

PBMZ2ZF
ACTCAGAGAGCATGAAGTTOGCGATTTCAGAAATGTTTTTATGGCTGCGT TCAATAGCGTTGCCTGOGGCCATCAGATCCTGGTCGCCACGC
cloning site
TTACCAACCAGCAGACCGTTACGGATGTTGATGAT*+#ATCTTTACCTTGGTETTICGCT TCCECAACCAGAACAACACGCCACTCGCCGTA
PBM22R
GTCGTCTTTAACT TCAACGATACCGCOGTCOGGTTTAATAGAAGAATTAGATACGAACAGGGTACCACCCAGGTCTGGGTCGATCTTTTTCA

BM20220716
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